
‘Koshihikari/IS592BB’ 재조합 자식 집단을 이용한 출수기 및 수량 관련 형질 양적형질 유전자좌 분석

Supplementary Fig. 1. Genome-wide distribution of SNP markers used in QTL analysis. Columns represent chromosomes, and rows 

represent physical positions at 1 Mbp intervals. The numbers of SNP markers per Mbp are shown in each row, with cell colors indicating

SNP marker density.




